Use of a
pharmacogenomic
(PGx) test to guide

medication selection

made remission 1.46
times more likely
than treatment as
usual without PGx
testing in patients
with moderate to

severe depression.

Evaluating treatment outcomes in pharmacogenomic-guided UBC
care for depression: a rapid review and meta-analysis ——r—

L\ L/

Mary Bunka, Gavin Wong, Dan Kim, Louisa Edwards, Jehannine Austin, Mary M. Doyle-Waters,
Andrea Gaedigk, Stirling Bryan

mary.bunka@ubc.ca | gavin.wong@ubc.ca

[ Identification of studies via databases and registers Identification of studies via other methods

M E I H o D Records removed before
Records identified from: screening

e .
MEDLINE (n =1234) Duplicate records removed . . .

_ l Records identified from:
EMBASE (n = 1739) (n=1022) Citation searching (n = 24)

Protocol registered with Cochrane; followed PRISMA O 2 A85 titles/abstracts screened

(n=953)

guidelines for systematic reviews ,. 184 full texts reviewed
Searched MEDLINE, EMBASE, PsycINFO, & Cochrane R 11 RCTs included in 17 papers
Central S——— — S— — * 10 in adults

(n=0) (n=4) (n=0

*Inclusion criteria: RCTs comparing PGx-guided 1  1in adolescents (analyzed

Reports assessed for eligibility Reports excluded: Reports assessed for eligibility
(n=180) Commentary/Editonal (n = 33) (n=

treatment versus standard of care for MDD patients (o ! separately)

Wrong PGx Condition (n = 6)

(aged 6+) eligible for pharmacotherapy | Sy Bias assessed with ROB2 tool

Studies included in review
(n=11)

Reports of included studies
{(n=17)

Experimental Control _ _ _ GRADE Confidence Rating
Study Events Total Events Total Risk Ratio RR 95%-Cl Weight
Perlis 58 146 72 150 — 0.83 [064:107] 17.5% ot -
ABGEN 64 136 96 144 T 121 [0.92,1.59] 17.2% Risk of bias Inconsistenc Indirectness Imprecision ther iha
Shan 23 31 23 40 e 129 [092°181] 151% SRl BPE + Istency Ry gl 'mprecisi considerations rating
GUIDED 162 621 134 678 - 1.32 [1.08:161] 193%
Han 34 52 19 48 —l— 165 [1.11:247] 132%
pinner ;® S _ 17 [0'685 oot 4'6:&’ Sl very Serious Not serious Not serious None GRADE
Sradiey S R 202 1155, 504 151 7RCTs e i (down 2 (no change) (no change) (no change) certainty:
Random effects model 1051 1137 e 1.32 [1.00; 1.73] 100.0% point) points) very low
Heterogeneity: 1° = 66%, 1~ = 0.0577, p < 0.01 ! !
D D @
05 1 2 o000 » o000 B o000 W OO0 » OO0 |§ o000 iy eO00
Favors TAU  Favors PGx
Experimental Control . .
Study Events Total Events Total Risk Ratio RR  95%-Cl Weight GRADE Confidence Rating
Perlis 35 146 46 150 — 078 [0.54; 1.14] 15.2%
ABGEN 48 143 46 142 = 1.04 [0.74; 1.44] 16.0% . . . _ . Other Final GRADE
Shan 19 31 18 40 e 136 [0.88° 2.12] 14.0% Risk of bias [ 3 Inconsistency L ;8 Indirectness £ 8 Imprecision considerations ratin
GUIDED 104 621 77 678 = 1.47 [1.12; 1.94] 16.9% &
Han 20 52 12 48 e 154 [0.85. 2.80] 11.3%
Winner 5 25 2 24 — 240 [051:1121] 3.4% or Verv Seri GRADE
Singh 53 74 21 74 —— 252 [1.71: 373] 14.9% erious ery Serious Not serious Not serious None
Bradley 14 40 7 53 ——%—— 265 [1.18; 595 84% 8 RCTs (down 1 (down 2 (no change) (no change) (no change) certainty:
i i oints

Random effects model 1132 1200 = 146 [1.02; 2.08] 100.0% Eely DeITiE) TR
Heterogeneity: I~ =71%, t = 0.1287, p < 0.01 2> D D

0.1 05 1 2 10 o000 ®» oo W o000 W OO0 » OO0 » OO0 » o000

Favors TAU Favors PGx

CHARACTERISTICS NOT SIGNIFICANT  FUTURE RESEARCH

: e 4,333 adult participants :+ Depression scale score after treatment i+ Consistent reporting of outcomes
HAM-D17 baseline scores: 19-25 (moderate to severe : :+ Total discontinuation :» PGx for mild depression
depression) :+ Serious adverse effects :»  Children and adolescents

: «  Follow-ups ranged 8-12 weeks : «  Withdrawal due to adverse events : » Independently-funded

: * Averaged 3 previous antidepressant trials (range: 0-15) : : * Response or remission in adolescents (n=1 study) : » Patient satisfaction with treatment

High risk of bias and low confidence in the evidence (GRADE) means these estimates are likely to change when more evidence becomes available.
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